In the title compound, C 10 H 8 O 4 , the almost planar coumarin ring system (r.m.s. deviation = 0.0216 Å from the plane through all 11 non-H atoms of the system) has hydroxymethyl and hydroxyl substituents at the 4-and 7-positions, respectively. In the crystal, two classical O-HÁ Á ÁO hydrogen bonds generate a three-dimensional network structure.
Structure description
The design and synthesis of coumarin derivatives have attracted considerable attention because of their diverse pharmaceutical applications, including antivirus, anti-HIV and anti-neoplasm activities (Cherng et al., 2008; Nawrot-Modranka et al., 2007; Nakagawa-Goto et al., 2007) . In 2008, Zhang and co-workers described the preparation of 3-(pmethoxyphenyl)-4-hydroxymethyl-6-bromo-7-hydroxycoumarin co-crystallized from methanol (Jiang et al., 2008) . It is well known that variations in substituent groups can alter the biological properties and we have therefore synthesized the title coumarin derivative and report its structure here.
In the title coumarin derivative (Fig. 1) , the C1-C5/C11 and O2/C4/C5/C7C9 rings are inclined to one another at an angle of 0.77 (4) . The C10 and O4 atoms of the hydroxymethyl and the O1 atom of the hydroxyl substituent all lie close to the plane of the ring system with a maximum deviation of 0.055 (1) Å for O4. Bond lengths and angles observed here are closely similar to those found for 3-(p-methoxyphenyl)-4-hydroxymethyl-6-bromo-7-hydroxycoumarin (Jiang et al., 2008) . In the crystal, adjacent molecules are aggregated into a three-dimensional supramolecular network by O-HÁ Á ÁO hydrogen bonds (Table 1 and 
data reports

Synthesis and crystallization
Freshly prepared acetyl chloride (1.10 g, 14.02 mmol) was added dropwise to a mixture of 1-(2,4-dihydroxyphenyl)-2chloroethanone (1.03 g, 5.61 mmol) and K 2 CO 3 (7.73 g, 56.1 mmol) in acetonitrile (70 ml). The mixture was filtered after refluxing for 6 h. The filtrate was neutralized with 2M HCl and extracted with ethyl acetate. The organic layer was washed with Na 2 CO 3 (aq.) and water, dried over anhydrous Na 2 SO 4 and concentrated under reduced pressure to yield a yellow oil. The crude product was purified by chromatography to give the title compound as white solid. Colorless crystals suitable for X-ray diffraction were obtained by slow evaporation of a solution of this solid in methanol at room temperature for 5 days (yield 0.51 g, 45%).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
Figure 2
Part of the crystal structure, viewed along a, with hydrogen bonds drawn as dashed lines.
Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 3 2 ; (ii) Àx þ 1 2 ; Ày; z À 1 2 . Computer programs: SMART and SAINT (Bruker, 2007) , SHELXS97, SHELXL97 and SHELXTL (Sheldrick, 2008) . where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.15 e Å −3 Δρ min = −0.13 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.0102 (14) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
data-2
IUCrData (2016). 1, x160598 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0471 (7) −0.0047 (6) −0.0053 (6) 0.0131 (5) O2 0.0395 (7) 0.0415 (6) 0.0456 (6) −0.0050 (5) −0.0093 (5) 0.0024 (5) O3 0.0456 (8) 0.0535 (7) 0.0569 (7) −0.0042 (6) −0.0191 (6) 0.0042 (5) O4 0.0475 (9) 0.0418 (7) 0.0465 (6) 0.0018 (5) 0.0060 (5) 0.0042 (5) C1 0.0449 (11) 0.0395 (9) 0.0356 (8) 0.0042 (7) 0.0035 (7) 0.0004 (6) C2 0.0475 (11) 0.0458 (9) 0.0373 (8) −0.0010 (8) −0.0084 (7) −0.0019 (7) C3 0.0437 (11) 0.0398 (8) 0.0416 (8) −0.0042 (8) −0.0051 (7) −0.0036 (6) C4 0.0366 (10) 0.0322 (8) 0.0356 (8) 0.0030 (7) 0.0010 (7) −0.0045 (6) C5 0.0322 (9) 0.0378 (8) 0.0366 (8) 0.0040 (7) −0.0021 (7) −0.0051 (6) C7 0.0396 (11) 0.0385 (9) 0.0438 (9) 0.0038 (7) −0.0052 (8) −0.0027 (7) C8 0.0422 (11) 0.0359 (8) 0.0416 (8) 0.0014 (7) −0.0023 (7) 0.0003 (6) C9 0.0367 (10) 0.0324 (8) 0.0380 (8) 0.0041 (7) 0.0018 (7) −0.0063 (6) C10 0.0404 (11) 0.0399 (9) 0.0437 (8) −0.0013 (7) −0.0025 (7) −0.0002 (7) C11 0.0385 (11) 0.0394 (9) 0.0441 (8) −0.0024 (7) 0.0022 (7) −0.0003 (7) 
